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1 ATGGACTACG ACATAGTCTA GTCGGCCAAG 'ATG TTCCCGT TCCAGCCAAT GTATCCGATG 
TACCTGATGC TGTATCAGAT CAGGCGGTTC TACAAGGGCA AGGTCGGTTA CATAGGCTAC 

61 CAGCCAATGC CCTATCGCAA CCCGTTCGCG GCCCCGCGCA GGCCCTGGTT CCCCAGAACC 
GTCGGTTACG GGATAGCGTT GGGCAAGCGC CGGGGCGCGT CCGGGACCAA GGGGTCTTGG 

121 GACCCTTTTC TGGCGATGCA GGTGCAGGAA TTAACCCGCT CGATGGGTAA CCTGACGTTC 
CTGGGAAAAG ACCGCTACGT CCACGTCCTT AATTGGGCGA GCTACCGATT GGACTGCAAG 

181 AAGCAACGCC GGGACGCGCC ACCTGAGGGG CCATCGGCTA AGAAACCGAA GAAGGAGGCC 
TTCGTTGCGG CCCTGCGCGG TGGACTCCCC GGTAGGCGAT TGTTTGGCTT CTTCCTCCGG 

241 TCGCAAAAAC AGAAAGGGGG AGGCCAAGGG AAGAAGAAGA AGAACCAAGG GAAGAAGAAG 
AGCGTTTTTG TCTTTCGCCC TCCGGTTCCC TTGTTCTTCT TCTTGGTTCC CTTCTTCTTC 

301 GCTAAGACAG GGCCGCCTAA TCCGAAGGCA CAGAATGGAA ACAAGAAGAA GACCAACAAG 
CGATTGTGTC CCGGCGGATT AGGCTTCCGT GTCTTACCTT TGTTCTTCTT CTGGTTGTTC 

361 AAACCAGGCA AGAGACAGCG CATGGTCATG AAATTGGAAT CTGAGAAGAC GTTCCCAATC 
TTTGGTGCGT TCTCTGTCGG GTACCAGTAC TTTAACCTTA GACTGTTCTG CAAGGGTTAG 

421 ATGTTGGAAG GGAAGATAAA CGGCTAGGCT TGTGTGGTCG GAGGGAAGTT ATTCAGGCCG 
TACAACCTTC CCTTGTATTT GGCGATGCGA ACACACCAGC CTCCCTTCAA TAAGTCGGGC 

481 ATGCATGTGG AAGGCAAGAT CGACAAGGAC GTTCTGGCCG CGCTTAAGAC GAAGAAAGCA 
TACGTACACC TTCCGTTCTA GCTGTTGCTG CAAGACCGGC GGGAATTCTG CTTCTTTCGT 

541 TCCAAATACG ATCTTGAGTA TGCAGATGTG CCAGAGAACA TGCGGGCCGA TACATTCAAA 
AGGTTTATGC TAGAACTCAT ACGTGTACAC GGTGTCTTGT ACGCCCGGCT ATGTAAGTTT 

601 TACAGCGATG AGAAACCCCA AGGCTATTAC AGCTGGCATC ATGGAGCAGT CCAATATGAA 
ATGTGGGTAC TCTTTGGGGT TGGGATAATG TCGACCGTAG TACCTCGTCA GGTTATACTT 

661 AATGGGCGTT TCACGGTGCC GAAAGGAGTT GGGGCCAAGG GAGACAGCGG AGGACCCATT 
TTACCCGCAA AGTGCCACGG CTTTCCTCAA CCCCGGTTCC GTCTGTCGCC TGCTGGGTAA 

721 CTGGATAACC AGGGACGGGT GGTCGCTATT GTGCTGGGAG GTGTGAATGA AGGATCTAGG 
GACGT^ATTGG TCCGTGGGCA CCAGCGATAA CAGGACCCTC CACACTTACT TCCTAGATCC 

781 ACAGCGCTTT CAGTCGTCAT GTGGAACGAG AAGGGAGTTA CCGTGAAGTA TACTCCGGAG 
TGTGGGGAAA GTCAGCAGTA CACCTTGCTC TTCCCTCAAT GGCACTTCAT ATGAGGCCTC 

^**T41 AACT^CGAGcf ' AATGG frCACT AGTGACCAGC ATG TGTCTGC TCGCCAATGT GACGTTCCCA 
TTGACGCTGg MACGAfeTGA TCACTGGTGG TXCACAGAGG AGCGGTTACA CTGCAAGGGT 

901 TGTGCTCAAC CAGCA^^TG^^ACGACAGA AAACCAGCAG AGACTTTGGC CATGCTCAGC 
AGAGGAGTTG GTGGTTAAAC GATGCTGTCT TTTGGTGGTG TCTGAAACCG GTAGGAGTCG 



961 GTTAACGTTG ACAACCCGGG CTACGATGAG CTGCTGGAAG CAGGTGTTAA GTGCCCCGGA 
CAATTGCAAC TGTTGGdCCC GATGCTJ|£|jp GACGAGCTTC GTCGACAATT CACGGGGCCT 



, 

1021 AGGAAAAGGA GATCCACCGA GGAGCTGTTT AAGGAGTATA AGCTAACGCG CCCTTACATG 
TCCTTTTCCT CTAGGTGGCT CCTCGACAAA TTCCTCATAT TCGATTG CGC GGGAATGTAC 

1081 GCCAGATGCA TCAGATGTGC AGTTGGGAGC TGGCATAGTC CAATAGCAAT CGAGG CAGTA 
CGGTCTACGT AGTCTACACG TCAACCCTCG ACGGTATCAG GTTATCGTTA G CTGCGTCAT 

1141 AAGAGCGACG GGCACGACGG TTATGTTAGA CTTCAGACTT CCTCGCAGTA TGGCCTGGAT 
TTCTCGCTGC CCGTGCTGGC AATACAATCT GAAGTCTGAA GGAGCGTCAT ACCGGACCTA 

1201 TCCTCCGGCA ACTTAAAGGG CAGGACCATG CGGTATGACA TGCACGGGAC CATTAAAGAG 
AGGAGGCCGT TGAATTTCCC GTCCTGGTAC GCCATACTGT ACGTGCCCTG GTAATTTCTC 

1261 ATACCACTAC ATCAAGTGTC ACTCCATACA TCTCGCCCGT GTCACATTGT GGATGGGCAC 
TATGGTGATG TAGTTCACAG TGAGGTATGT AGAGCGGGGA CAGTGTAACA CCTACCCGTG 

1321 GGTTATTTCC TGCTTGCCAG GTGCCCGGCA GGGGACTCCA TCACCATGGA ATTTAAGAAA 
CCAATAAAGG ACGAACGGTC CACGGGCCGT CCCCTGAGGT AGTGGTAGGT TAAATTCTTT 

1381 GATTCCGTCA CACACTCCTG CTGCGTGCCG TATGAAGTGA AATTTATTCC TGTAGGCAGA 
CTAAGGCAGT GTGTGAGGAC GACGCACGGC ATACTTCACT TTAAATAAGG ACATCCGTCT 

1441 GAACTCTATA CTCATCCCCC AGAACACGGA GTAGAGCAAG CGTGCCAAGT CTACGCACAT 
CTTGAGATAT GAGTAGGGGG TCTTGTGCCT CATCTCGTTC GCACGGTTCA GATGCGTGTA 

1501 GATGCAGAGA ACAGAGGAGC TTATGTCGAG ATGCACCTCC CGGGCTCAGA AGTGGACAGC 
CTACGTGTCT TGTCTCCTCG AATACAGCTC TACGTGGAGG GCCCGAGTCT TCACCTGTCG 

1561 AGTTTGGTTT CCTTGAGCGG GAGTTGAGTC ACCGTGACAC CTCCTGTTGG GACTAGCGCC 
TCAAACCAAA GGAACTCGCG GTCAAGTCAG TGGCAGTGTG GAGGACAACC CTGATCGCGG 

1621 CTGGTGGAAT GCGAGTGTGG CGGCACAAAG ATCTCCGAGA CCATCAACAA GACAAAACAG 
GACCACCTTA CGCTCACACC GCCGTGTTTC TAGAGGCTCT GGTAGTTGTT CTGTTTTGTC 

1681 TTCAGGCAGT GGACAAAGAA GGAGCAGTGC AGAGCATATC GGCTGCAGAA CGATAAGTGG 
AAGTCGGTCA CGTGTTTCTT CCTCGTCACG TGTCGTATAG CCGAGGTCTT GCTATTGACC 

1741 GTGTATAATT CTGAGAAACT GCCCAAAGCA GCGGGAGGCA CCTTAAAAGG AAAACTGCAT 
CACATATTAA GACTGTTTGA CGGGTTTCGT CGCCCTCGGT GGAATTTTCG TTTTGACGTA 

1801 GTCCCATTCT TGCTGGCAGA GGGGAAATGC ACCGTGCCTC TAGCACCAGA ACCTATGATA 
CAGGGTAAGA ACGACCGTCT GCCGTTTACG TGGCACGGAG ATCGTGGTCT TGGATACTAT 

1861 ACCTTTGGTT TCAGATCAGT GTCACTGAAA CTGCACCCTA AGAATCCCAC ATATCTAACC 
TGGAAACCAA AGTCTAGTCA CAGTGACTTT GACGTGGGAT TCTTAGGGTG TATAGATTGG 

1921 ACCCGCCAAC TTGCTGATGA GCCTCACTAC ACGCACGAGC TCATATCTGA ACCAGCTGTT 
TGGGCGGTTG AACGACTACT CGGAGTGATG TGCGTGCTCG AGTATAGACT TGGTGGACAA 

1981 AGGAATTTTA CCGTCACCGA AAAAGGGTGG GAGTTTGTAT GGGGAAACCA CCCGCCGAAA 
TCCTTAAAAT GGCAGTGGCT TTTTCCCACC CTCAAACATA CCCCTTTGGT GGGCGGCTTT 



2041 AGGTTTTGGG 
TCCAAAACCC 



CACAGGAAAC AGCACCGGGA AATCCACATG GGCTACCGCA CGAGGTGATA 
GTGTCCTTTG TCGTGGGCCT TTAGGTGTAC CCGATGGCGT GCTCCACTAT 



2101 ACTCATTATT ACCACAGATA CCCTATGTCC ACCATCCTGG GTTTGTCAAT TTGTGCCGCC 
TGAGTAATAA TGGTGTCTAT GGGATACAGG TGGTAGGACC CAAACAGTTA AACACGGCGG 

2161 ATTGCAACCG TTTCCGTTGG AGCGTCTACC TGGCTGTTTT GCAGATCTAG AGTTGCGTGC 
TAACGTTGGC AAAGGCAACG TCGCAGATGG ACCGACAAAA CGTCTAGATC TCAACG CACG 

2221 CTAACTCCTT ACCGGCTAAC ACCTAACGCT AGGATACCAT TTTGTCTGGC TGTGCTTTGC 
GATTGAGGAA TGGCCGATTG TGGATTGCGA TGCTATGGTA AAACAGACCG ACACGAAACG 

2281 TGGGCCCGCA CTGCCCGGGC C^^feXuC^CC_TGjGjGAGTCCT TGGATCACCT ATGGAACAAT 

GACGGGCqCG GCTCTGGTGG ACCCTCAGGA ACCTAGTGGA TACCTTGTTA 

2341 AACCAACAGA TGTTCTGGAT TCSStWcTG ATCCCTCTGG CCGCCTTGAT CGTAGTGACT 
TTGGTTGTCT ACAAGACCTA AGTTAACGAC TAGGGAGACC GGCGGAACTA GCATCACTGA 

24 01 CGCCTGCTCA GGTGCGTGTG CTGTGTCGTG CCTTTTTTAG TCATGGCCGG CGCCGCAGCG 
GCGGACGAGT CCACGCACAC GACACAGCAC GGAAAAAATC AGTACCGGCC GCGGCGTCGC 

2461 CCGGCcCaCg' AGCACGCGAC CACGATGCCG AGCCAAGCGG GAATCTCGTA TAACACTATA 
GGCCGGATGC TCGTGCGCTG GTGCTACGGC TCGGTTCGCC CTTAGAGCAT ATTGTGATAT 

2521 GTCAACAGAG CAGGCTACGC ACCACTCCCT ATCAGCATAA CACCAACAAA GATCAAGCTG 
CAGTTGTCTC GTCCGATGCG TGGTGAGGGA TAGTCGTATT GTGGTTGTTT CTAGTTCGAC 

2581 ATACCTACAG TGAACTTGGA GTACGTCACC TGCCACTACA AAACAGGAAT GGATTCACCA 
TATGGATGTC ACTTGAACCT CATGCAGTGG ACGGTGATGT TTTGTCCTTA CCTAAGTGGT 

2641 GCCATCAAAT GCTGCGGATC TCAGGAATGC ACTCCAACTT ACAGGCCTGA TGAACAGTGC 
CGGTAGTTTA CGACGCCTAG AGTCCTTACG TGAGGTTGAA TGTCCGGACT ACTTGTCACG 

2701 AAAGTCTTCA CAGGGGTTTA CCCGTTCATG TGGGGTGGTG CATATTGCTT TTGCGACACT 
TTTCAGAAGT GTCCCCAAAT GGGCAAGTAC ACCCCACCAC GTATAACGAA AACGCTGTGA 

2761 GAGAACACCC AAGTCAGCAA GGCCTACGTA ATGAAATCTG ACGACTGCCT TGCGGATCAT 
CTCTTGTGGG TTCAGTCGTT CCGGATGCAT TACTTTAGAC TGCTGACGGA ACGCCTAGTA 

2821 GCTGAAGCAT ATAAAGCGCA CACAGCCTCA GTGCAGGCGT TCCTCAACAT CACAGTGGGA 
CGACTTCGTA TATTTCGCGT GTGTCGGAGT CACGTCCGCA AGGAGTTGTA GTGTCACCCT 

2881 GAACACTCTA TTGTGACTAC CGTGTATGTG AATGGAGAAA CTCCTGTGAA TTTCAATGGG 
CTTGTGAGAT AACACTGATG GCACATACAC TTACCTCTTT GAGGACACTT AAAGTTACCC 

2941 GTCAAATTAA CTGCAGGTCC GCTTTCCACA GCTTGGACAC CCTTTGATCG CAAAATCGTG 
CAGTTTAATT GACGTCCAGG CGAAAGGTGT CGAACCTGTG GGAAACTAGC GTTTTAGCAC 

3001 CAGTATGCCG GGGAGATCTA TAATTATGAT TTTCCTGAGT ATGGGGCAGG ACAACCAGGA 
GTCATACGGC CCCTCTAGAT ATTAATACTA AAAGGACTCA TACCCCGTCC TGTTGGTCCT 

3061 GCATTTGGAG ATATACAATC CAGAACAGTC TCAAGCTCAG ATCTGTATGC CAATACCAAC 
CGTAAACCTC TATATGTTAG GTCTTGTCAG AGTTCGAGTC TAGACATACG GTTATGGTTG 

3121 CTAGTGCTGC AGAGACCCAA AGCAGGAGCG ATCCACGTGC CATACACTCA GGCACCTTCG 
GATCACGACG TCTCTGGGTT TCGTCCTCGC TAGGTGCACG GTATGTGAGT CCGTGGAAGC 



3181 GGTTTTGAGC AATGGAAGAA AGATAAAGCT CCATCATTGA AATTTACCGC CCCTTTCGGA 



CCAAAACTCG TTACCTTCTT TCTATTTCGA GGTAGTAACT TTAAATGGCG GGGAAAGCCT 

3241 TGCGAAATAT ATACAAACGC CATTCGCGCC GAAAACTGTG CTGTAGGGTC AATTCCATTA 
AGGCTTTATA TATGTTTGGG GTAAGCGCGG CTTTTGACAC GACATCCCAG TTAAGGTAAT 

3301 GCCTTTGACA TTCCCGACGC GTTGTTCACC AGGGTGTCAG AAACACCGAC ACTTTCAGCG 
CGGAAACTGT AAGGGCTGCG GAACAAGTGG TCCCACAGTC TTTGTGGCTG TGAAAGTCGC 

3361 GCCGAATGCA CTCTTAACGA GTGCGTGTAT TCTTCCGACT TTGGTGGGAT CGCCACGGTC 
CGGCTTACGT GAGAATTGCT CACGCACATA AGAAGGCTGA AACCACCCTA GCGGTGCCAG 

3421 AAGTACTCGG CCAGCAAGTC AGGCAAGTGC GCAGTCCATG TGCCATCAGG GACTG CTACC 
TTCATGAGCC GGTCGTTCAG TCCGTTCACG CGTCAGGTAC ACGGTAGTCC CTGACGATGG 

3481 CTAAAAGAAG CAGCAGTCGA GGTAACCGAG CAAGGGTCGG CGACTATGCA TTTCTCGACC 
GATTTTCTTC GTCGTCAGCT CGATTGGCTC GTTCCCAGCC GCTGATAGGT AAAGAGCTGG 

3541 GGAAATATCC ACGCGGAGTT CAGGCTCCAA ATATGCAGAT CATATGTTAC GTGCAAAGGT 
CGTTTATAGG TGGGCCTCAA GTCCGAGGTT TATACGTGTA GTATACAATG CACGTTTCCA 

3601 GATTGTCACC CCCCGAAAGA CCATATTGTG ACACACCCTC AGTATCACGC CCAAACATTT 
CTAACAGTGG GGGGCTTTCT GGTATAACAC TGTGTGGGAG TCATAGTGCG GGTTTGTAAA 

3661 ACAGCCGCGG TGTCAAAAAC CGCGTGGACG TGGTTAACAT CCCTG CTGGG AGGATCAGCC £££_yE 2 ~ & V 
TGTCGGGGCC ACAGTTTTTG GCGCACCTGC ACCAATTG TA GGGACGACCC TCCTAGTCGG 

3721 GTAATTATTA TAATTGGCTT GGTGCTGGCT ACTATTGTGG CCATGTACGT GCTGACCAAC/ . q\ 
CA^TAATAAT ATTAACCGAA CCACGACCGA TGATAACACC GG^C^TGCAj CGACTGGTTG <T 



3781 CAGAAACATA ATtfGmTACA GCAGCAATTG GCAAGCTGCT TACATAGAAC TCGCGGCGAT ^Jjt 
GTCTTTGTAT T^CJ^PATGT CGTCGTTAAC CGTTCGACGA ATGTATCTTG AGCGCCGCTA 

3841 TGGCATGCCG CCTTAAAATT TTTATTTTAT TTTTCTTTTC TTTTCCGAAT CGGATTTTGT 
ACCGTACGGC GGAATTTTAA AAATAAAATAAAAAGAAAAG AAAAGGCTTA GCCTAAAACA 

3901 TTTTAATATT C 4 . 

AAAATTATAA d_ 

^y^ fcT AC- AT C C-G- C TC 

tal number of bases is: 3911. 

A sequence composition: 1071 A; 1014 C; 982 G; 844 T; 
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1 



ATGGACTACG 



ACATAGTCTA 



GTCCGCCAAG /ATI 



'ATCCGATG 



TACCTGATGC TGTATCAGAT CAGGCGGTTC TACAAGGGCA AGGTCGGTTA CATAGGCTAC 

61 CAGCCAATGC CCTATCGCAA CCCGTTCGCG GCCCCGCGCA GGCCCTGGTT CCCCAGAACC 
GTCGGTTACG GGATAGCGTT GGGCAAGCGC CGGGGCGCGT CCGGGACCAA GGGGTCTTGG 

121 GACCCTTTTC TGGCGATGCA GGTGCAGGAA TTAACCCGCT CGATGGCTAA CCTGACGTTC 
CTGGGAAAAG ACCGCTACGT CCACGTCCTT AATTGGGCGA GCTACCGATT GGACTGCAAG 

181 AAGCAACGCC GGGACGCGCC ACCTGAGGGG CCATCCGCTA AGAAACCGAA GAAGGAGGCC 
TTCGTTGGGG CCCTGCGCGG TGGACTCCCC GGTAGGCGAT TCTTTGG CTT CTTCCTCGGG 

241 TCGCAAAAAC AGAAAGGGGG AGGCCAAGGG AAGAAGAAGA AGAACCAAGG GAAGAAGAAG 
AG CGTTTTTG TCTTTCCCCC TCCGGTTCCC TTCTTCTTCT TCTTGGTTCC CTTCTTCTTC 

3 01 GCTAAGACAG GGCCGCCTAA TCCGAAGGCA CAGAATGGAA ACAAGAAGAA GACCAACAAG 
CGATTCTGTC CCGGCGGATT AGGCTTCCGT GTCTTACCTT TGTTCTTCTT CTGGTTGTTC 

361 AAACCAGGCA AGAGACAGCG CATGGTCATG AAATTGGAAT CTGACAAGAC GTTCCCAATC 
TTTGGTCCGT TCTCTGTCGC GTACCAGTAC TTTAACCTTA GACTGTTCTG CAAGGGTTAG 

421 ATGTTGGAAG GGAAGATAAA CGGCTACGCT TGTGTGGTCG GAGGGAAGTT ATTCAGGCCG 
TACAACCTTC CCTTCTATTT GCCGATGCGA ACACACCAGC CTCCCTTCAA TAAGTCCGGC 

481 ATGCATGTGG AAGGCAAGAT CGAGAACGAC GTTCTGGCCG CGCTTAAGAC GAAGAAAGCA 
TACGTACACC TTCCGTTCTA GCTGTTGCTG CAAGACCGGC GCGAATTCTG CTTCTTTCGT 

541 TCCAAATACG ATCTTGAGTA TGCAGATGTG CCACAGAAGA TGCGGGCCGA TACATTCAAA 
AGGTTTATGC TAGAACTCAT ACGTCTACAC GGTGTCTTGT ACGCCCGGCT ATGTAAGTTT 

601 TACACCCATG AGAAACCCCA AGGCTATTAC AGCTGGCATC ATGGAGCAGT CCAATATGAA 
ATGTGGGTAC TCTTTGGGGT TCCGATAATG TCGACCGTAG TACCTCGTCA GGTTATACTT 

661 AATGGGCGTT TCACGGTGCC GAAAGGAGTT GGGGCCT^AGG GAGACAGCGG ACGACCCATT 
TTACCCGCAA AGTGCCACGG CTTTCCTCAA CCCCGGTTCC CTCTGTCGCC TGCTGGGTAA 

721 CTGGATAACC AGGGACGGGT GGTCGCTATT GTGCTGGGAG GTGTGAATGA AGGATCTAGG 
GACCTATTGG TCCCTGCCCA CCAGCGATAA CACGACCCTC CACACTTACT TCCTAGATCC 

781 ACAGCCCTTT CAGTCGTCAT GTGGAACGAG AAGGGAGTTA CCGTGAAGTA TACTCCGGAG 
TGTCGGGAAA GTCAGCAGTA CACCTTGCTC TTCCCTCAAT GGCACTTCAT ATGAGgCOFC 

841 ^ gTGCGAGC AATGQEC^CT AGTGACCAGC AljGTGTGTGC TCGCCAATGT GACGTTCCCA 
TTGAGdCTCG TTAG^AGTGA TCACTGGTGG TACACAGACG AGCGGTTACA CTGCAAGGGT 

901 TGTGCTCAAC CAC CAATTTG CTACGACAGA AAACCAGCAG AGACTTTGGC CATG GTCAGC 
ACACGAGTTG GTGGTTAAAC GATGCTGTCT TTTGGTCGTG TCTGAAACCG GTACGAGTCG 



961 GTTAAGGTTG ACAAGCCGGG CTACGATGAG CTGCTGGAAG CAGCTGTTAA GTGGCCCGGA 
CAATTGCAAC TGTTGGGCCC GATGGTACTC GACGACCTTC GTGGACAATT GACGGGGCCT 



£3 <nr^^ 

1021 AGGAAAAGGA G^CCACCGA GGAGCTGTTT 
TCCTTTTCCT CTAGGTGGCT CCTCGAGAAA 

1081 GCCAGATGCA TCAGATGTGC AGTTGGGAGC 
CGGTCTACGT AGTCTACACG TCAACCCTCG 

1141 AAGAGCGACG GGCACGACGG TTATGTTAGA 
TTCTCGCTGC GCGTGCTGCC AATACAATCT 

1201 TCCTCCGGCA ACTTAAAGGG CAGGACCATG 
AGGAGGCCGT TGAATTTCCG GTCCTGGTAC 

1261 ATACCACTAC ATCAAGTGTC ACTCCATACA 
TATGGTGATG TAGTTCACAG TGAGGTATGT 

1321 GGTTATTTCC TGCTTGCCAG GTGCCCGGCA 
CCAATAAAGG ACGAACGGTC CACGGGCCGT 

1381 GATTCCGTCA CACACTCCTG CTGCGTGCCG 
CTAAGGCAGT GTGTGAGGAC GAGGCAGGGC 

1441 GAACTCTATA GTCATCCCCC AGAACACGGA 
CTTGAGATAT GAGTAGGGGG TCTTGTGCCT 

1501 GATGCACAGA ACAGAGGAGC TTATGTCGAG 
CTACGTGTCT TGTCTCCTCG AATACAGCTC 

1561 AGTTTGGTTT GCTTGAGCGG CAGTTCAGTC 
TCAAACCAAA GGAACTCGCC GTCAAGTGAG 

1621 CTGGTGGAAT GCGAGTGTGG CGGCACAAAG 
GACCACCTTA CGCTCACACC GCCGTGTTTC 

1681 TTCAGCCAGT GCACAAAGAA GGAGCAGTGC 
AAGTCGGTCA CGTGTTTCTT CCTCGTCAGG 

1741 GTGTATAATT &TGACAAACT GCCCAAAGCA 
CACATATTAA GACTGTTTGA CGGGTTTCGT 

1801 GTCCCATTCT TGCTGGCAGA CGGCAAATGC 
CAGGGTAAGA ACGACCGTCT GGCGTTTACG 

1861 ACCTTTGGTT TCAGATCAGT GTCACTGAAA 
TGGAAACCAA AGTCTAGTCA CAGTGACTTT 

1921 ACCCGCCAAC TTGCTGATGA GCCTCACTAC 
TGGGCGGTTG AACGACTACT CGGAGTGATG 

1981 AGGAATTTTA CCGTCACCGA AAAAGGGTGG 
TCCTTAAAAT GGCAGTGGCT TTTTCCCACC 

2041 AGGTTTTGGG CACAGGAAAC AGCACCCGGA 
TCGAAAACCC GTGTCGTTTG TCGTGGGCCT 



AAGGAGTATA AG CTAACG CG CCCTTACATG 
TTCCTCATAT TCGATTGCGC GGGAATGTAC 

TGCCATAGTC CAATAGCAAT CGAGGCAGTA 
ACGGTATCAG GTTATCGTTA GCTCCGTCAT 

CTTCAGACTT CCTCGCAGTA TGGCCTGGAT 
GAAGTCTGAA GGAGCGTCAT ACCGGACCTA 

CGGTATGACA TGCACGGGAC CATTAAAGAG 
GCCATACTGT AGGTGCCCTG GTAATTTCTC 

TCTCGCCCGT GTCACATTGT GGATGGGCAC 
AGAGCGGGCA CAGTGTAACA CCTACCCGTG 

GGGGACTCCA TCAGCATGGA ATTTAAGAAA 
CCCCTGAGGT AGTGGTACCT TAAATTCTTT 

TATGAAGTGA AATTTATTCC TGTAGGCAGA 
ATACTTCACT TTAAATAAGG ACATCCGTCT 

GTAG AG CAAG CGTGCCAAGT CTACGCACAT 
CATCTCGTTC GCACGGTTCA GATGCGTGTA 

ATGCACCTCC CGGGCTCAGA AGTGGACAGC 
TACGTGGAGG GCCCGAGTCT TGACCTGTCG 

ACCGTGACAC CTCCTGTTGG GACTAGCGCC 
TGGCACTGTG GAGGACAACC CTGATCGCGG 

ATCTCCGAGA CCATCAACAA GACAAAACAG 
TAGAGGCTCT GGTAGTTGTT CTGTTTTGTC 

AGAGCATATC GGCTGCAGAA CGATAAGTGG 
TGTCGTATAG CCGACGTCTT GCTATTCACC 

GCGGGAGCCA CGTTAAAAGG AAAACTGCAT 
CGCCCTCGGT GGAATTTTCC TTTTGACGTA 

ACCGTGCCTC TAGCACCAGA ACCTATGATA 
TGGCACGGAG ATCGTGGTCT TGGATACTAT 

CTGCACCCTA AGAATCCCAC ATATCTAACC 
GACGTGGGAT TCTTAGGGTG TATAGATTGG 

ACGCACGAGC TCATATCTGA ACCAGCTGTT 
TGCGTGCTCG AGTATAGACT TGGTCGACAA 

GAGTTTGTAT GGGGAAACCA CCCGCCGAAA 
CTCAAACATA CCCCTTTGGT GGGCGGCTTT 

AATGCACATG GGCTACCGCA CGAGGTGATA 
TTAGGTGTAC CCGATGGCGT GCTCCACTAT 



2101 ACTCATTATT ACCACAGATA CCCTATGTCC ACCATCCTGG GTTTGTCAAT TTGTGCCGCC 
TGAGTAATAA TGGTGTCTAT GGGATACAGG TGGTAGGACC CAAACAGTTA AACACGGGGG 

2161 ATTGCAACCG TTTCCGTTGC AG CGTCT ACC TGGCTGTTTT GCAGATCTAG AGTTGCGTGC 
TAACGTTGGC AAAGGCAACG TGGCAGATGG ACCGACAAAA CGTCTAGATC TCAACGCACG 

2221 CTAACTCCTT ACCGGCTAAC ACCTAACGCT AGGATACCAT TTTGTCTGGC TGTGCTTTGC 
GATTGAGGAA TGGCCGATTG TGGATTGCGA TCCTATGGTA AAACAGACCG ACACGAAACG 

2281 TGCGCCCGCA CTGCCCG GGC Cg Agg CCACC TGGGAGTCCT/ TGGATCACCT ATGGAACAAT 
aF^rq ^fr'yyp Yi M^ qfogri ffi rTCTGGTGG ACCCTCAGGA ACCTAGTGGA TACCTTGTTA 

2341 AACCAACAGA TGTTCTGGAT TCAATTGCTG ATCCCTCTGG CCGGCTTGAT CGTAGTGACT 
TTGGTTGTCT ACAAGACCTA AGTTAACGAC TAGGGAGACC GGCGGAACTA GCATCACTGA 

2401 CGCCTGCTCA GGTGCGTGTG CTGTGTCGTG CCTTTTTTAG TCATGGCCGG CGCGGCAGCG 
GCGGACGAGT CCACGCACAC GACACAGCAG GGAAAAAATC AGTACCGGCC GCGGCGTCGC 

2461 CCGGCCTPACG AGCACGCGAC CACGATGCCG AGCCAAGCGG GAATCTCGTA TAACACTATA 
GGCCGGATGC TCGTGCGCTG GTGCTACGGC TCGGTTCGCC CTTAGAGCAT ATTGTGATAT 

2521 GTCAACAGAG CAGGCTACGG ACCACTCCCT ATCAGCATAA CACCAACAAA GATCAAGCTG 
CAGTTGTCTC GTCCGATGCG TGGTGAGGGA TAGTCGTATT GTGGTTGTTT CTAGTTCGAG 

2581 ATACCTACAG TGAACTTGGA GTACGTCACC TGCCACTACA AAACAGGAAT GGATTCACCA 
TATGGATGTC ACTTGAACCT CATGCAGTGG ACGGTGATGT TTTGTCCTTA GCTAAGTGGT 

2641 GCCATCAAAT GCTGCGGATC TCAGGAATGC ACTCCAACTT ACAGGCGTGA TGAACAGTGC 
CGGTAGTTTA CGACGCCTAG AGTCCTTACG TGAGGTTGAA TGTGCGGACT ACTTGTCAGG 

2701 AAAGTCTTCA CAGGGGTTTA CCCGTTCATG TGGGGTGGTG CATATTGCTT TTGCGACACT 
TTTCAGAAGT GTCCCCAAAT GGGCAAGTAC ACCCCACCAC GTATAACGAA AACGCTGTGA 

2761 GAGAACACCC AAGTCAGCAA GGCCTACGTA ATGAAATCTG ACGACTGCCT TGCGGATCAT 
CTCTTGTGGG TTGAGTCGTT CCGGATGCAT TACTTTAGAC TGCTGACGGA ACGCCTAGTA 

2821 GCTGAAGCAT ATAAAGCGCA CACAGCCTCA GTGGAGGCGT TCCTCAACAT CACAGTGGGA 
CGACTTCGTA TATTTCGCGT GTGTCGGAGT CACGTCCGCA AGGAGTTGTA GTGTCACCCT 

2881 GAACACTCTA TTGTGACTAC CGTGTATGTG AATGGAGAAA CTCCTGTGAA TTTCAATGGG 
CTTGTGAGAT AACACTGATG GCACATACAC TTACCTCTTT GAGGACACTT AAAGTTACCC 

2941 GTCAAATTAA CTGCAGGTCC GCTTTCCACA GCTTGGACAC CCTTTGATCG CAAAATCGTG 
CAGTTTAATT GACGTCCAGG CGAAAGGTGT CGAACCTGTG GGAAAGTAGC GTTTTAGCAC 

3001 CAGTATGCCG GGGAGATCTA TAATTATGAT TTTCCTGAGT ATGGGGCAGG ACAACCAGGA 
GTCATACGGC CCCTCTAGAT ATTAATACTA AAAGGACTCA TACCCCGTCC TGTTGGTCCT 

3061 GCATTTGGAG ATATACAATC CAGAACAGTC TCAAGCTCAG ATCTGTATGC CAATACCAAC 
CGTAAACCTC TATATGTTAG GTCTTGTCAG AGTTCGAGTC TAGACATACG GTTATGGTTG 

3121 CTAGTGCTGC AGAGACCCAA AGCAGGAGCG ATCCACGTGC CATACACTCA GGCACCTTCG 
GATCACGACG TCTCTGGGTT TCGTCCTCGC TAGGTGGAGG GTATGTGAGT CCGTGGAAGC 



3181 GGTTTTGAGC AATGGAAGAA AGATAAAGCT CCATCATTGA AATTTACCGC CCCTTTCGGA 



• * 

CCAAAACTCG TTACCTTCTT TCTATTTCGA GGTAGTAACT TTAAATGGCG GGGAAAGCCT 

3 241 TGCGAAATAT ATACAAACCC CATTCGCGCC GAAAAGTGTG CTGTAGGGTC AATTCCATTA 
ACG CTTTAT A TATGTTTGGG GTAAGCGCGG CTTTTGACAC GACATCCCAG TTAAGGTAAT 

3301 GCCTTTGACA TTCCCGACGC CTTGTTCACC AGGGTGTCAG AAACACCGAC ACTTTGAGCG 
CGGAAACTGT AAGGGCTGCG GAACAAGTGG TCCCACAGTC TTTGTGG CTG TGAAAGTCGC 

33 61 GCCGAATGCA CTCTTAACGA GTGCGTGTAT TCTTCCGACT TTGGTGGGAT CGCCACGGTC 
CGGCTTACGT GAGAATTGCT CACGCACATA AGAAGGCTGA AACCACCCTA GCGGTGCCAG 

3421 AAGTACTCGG CCAGCAAGTC AGGCAAGTGC GCAGTCCATG TGCCATCAGG GACTGCTACC 
TTCATGAGCC GGTCGTTCAG TCCGTTCACG CGTCAGGTAC ACGGTAGTCC CTGACGATGG 

3481 CTAAAAGAAG CAGCAGTCGA GCTAACCGAG CAAGGGTCGG CGACTATGCA TTTCTCGACC 
GATTTTCTTC GTCGTCAGCT CGATTGGCTC GTTCCCAGCC GCTGATAGGT AAAGAGCTGG 

3541 GCAAATATCC ACCCGGAGTT CAGGCTCCAA ATATGCACAT CATATGTTAC GTGCAAAGGT 
CGTTTATAGG TGGGCCTCAA GTCCGAGGTT TATACGTGTA GTATAGAATG CACGTTTCCA 



3601 GATTGTCACC CCCCGAAAGA CCATATTGTG ACACACCCTC AGTATCACGC CCAAACAJT^ 
CTAACAGTGG GGGGCTTTCT GGTATAACAC TGTGTGGGAG TCATAGTGCG GGTTTGlKg] 

3 661 ACAGCCGCGG TGTCAAA^C CGCGTGGACG TGGTTAACAT CCCTGCTGGG AGGATCAGCC 
fGTCGGCGCC ACAGm 




3721 GTAATTATTA TAATTGGC 

pATTAATAAT ATJTAACCGAA CpACGACCGA TGATAApACp GGTACATGpA CGACTGGTTG 

3781 CAGAAACATA ATTGflATACA GCAGCAATTG GCAAGCTGCT TACATAGAAC TCGCGGCGAT 
GTCTTTGTAT TffiCTfTATGT CGTCGTTAAC CGTTCGACGA ATGTATCTTG AGCGCCGCTA 

38^41 TGGCATGCCG CCTTAAAATT TTTATTTTAT TTTTCTTTTC TTTTCCGAAT . CGG ATTTTGT 
ACCGTACGGC GGAATTTTAA AAATAAAATA AAAAGAAAAG AAAAGGCTTA (GCCTAAAACA 

3901 TTTTAATATT C rlr C A A 

AAAATTATAA G ftlRTcTrfr V C CrGr C fC 

.al number of bases is: 3911. 

i sequence composition: 1071 A; 1014 C/ 982 G; 844 T; 
juence name: 26X 



=21-SEP-1992 



S i 

1 ! ! 



Primers for cloning VEE virus glycoprotein structural genes int^ 
the Bam HI and Bgl II restriction endonucleaee recognition sites of:| 
the b^cuiqvirus, pBlueBac III, transfer vector. T 



* VEE 26S: E3 - end < ■*■ anchor) 



>C3 



' 5> vcRNA: GGT CTA qG A TCC G CC GC C ACC ATG GCT TCA CTA GTG ACC 

ACC AT fic^Xy^j $5* 

/V/O ijl-VA-Rl: ?i (ULsl M 

f-o aOC/ 5j' vRNA: CTC GGC TA|G_VrC TGA ATA, TTA AAA AC A AAA TCC G 

* VEE 26S: E3 - end (- anchor): 
III-VE3-F1 



ft 



lll-VE2-RlT^^ L ~ ~^Z^T^f^ 

5' vRNA: CT£ GG C TAfo AT.C ^ 



CTC ATC CTC CCA_ GCA GGG AT 



#VEE 26S: E3 + E2; 
III-VE3-F1 



III-VE3HR1 



7¥t 



tytJt P 



S'-vRNA: CTC GGC TAfisjATC \GQ CCC GGG CAG TGC GGG CGC A 



* VEE 26S: 6K to end <+ anchor): 



III-V6K-F1: 

5' vcRNA: GGT CTA qGA_TCC GCC GCC ACC ATG, GAG ACQ ACC TGG GAG 



TCC T 



III-VA-R1 
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%. 


























]'■• 

F 

I 

1'-". - - 






































*9/ 


l-t 


13* 




a/ 




























3- 


^ B 
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pL 


























£ a 


- r 


u 






J, 




*+. 


5= 


3 


Yd- 












h 
















5+ 


t't 


> 












Vi 


?3 




i 


























s- 












9 


























~3 




1 








lot 


•+/ 






US 






















p. 

p. 


























bt 




J 














A 


















































/ft- 




:/ 








n ■ 


rib 


■ _ 






/ 


















































































































> <i 














)l 




























1 








































































































































i- - 




































































pv 









































































































































































































































































Abs 



SI 



X 62 

It 5m^^ 

Si 260.0 280.0 XA/XB 

1 -0.0003 -0.0000 8.127 

2 0.7533 0.3714 2.028 fy**** * 



Factor- 1.000 



n 

280.0 



XA/XB 



3 0.5927 

4 0.5617 



0.3116 i.902,> : 
0.2949 1.905., 



7/. 



DUAL X 



02 



AN 



260.0 280.0 

^4104 50- 0.03 9 0 1.102 
0,3154 "U-^W 1.316" 
_JUM4±— frrH 24 1 .3 65 
-M W 0.330r 

0.0000 
0.4743 
0.5629 
6.3850 
0.1734 



Reajf-; average - 01 



0.1530. 1^1 06 

0.0001 ,2578 

O.3020 1.570yA*/ 

0.4048 1.390,yj^5^| £ePMJ 

0.2928 1.314 V£*&i <t ^- 

0.1149 1.510 VpAl * 




Run ID : 

Cycle : Cyc02 user 

End Proc: End CESS (DMT - On ) 

Sequence: UE3FI 

Total bases = 44 

A- 9, 6- 10, C* IB, T- 9, 5= 0, 6= 
(mixed bases^ 0) 



I, 7= 0, 8- 0 



MW: 14348.8 

S> GGT CTA GGA TCC 6CC GCC ACC ATG GCT TCA CTA 6TG ACC 

ACC AT <3* , | 

- fttttati) »(.( loot)* (O(i^ooo\ 9 C %oo) 



*4 



0 



? - -> 2 t 4r% ^u* 

*«' filw a '« **** 

S3 £2 i-is*! 




/Do V 
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M - PBCOZ 












u - 2 i 
























it stij^d La~P 








,M4 j 






/I 




■ I 

i 






.1 i ■ 

IT -1 














































i | 


i 

i 
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\ ! \ 
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5? 



.7**1 ^ x * -~ <- 

»K> 1*^% f75^ ^ ' - i ^ 




' 3/ 



-4- 







■ -r ! 



4 / H 

rt ... 



' >GGT CTA GGATCC GCC (3CC ACC ATG> TTC CCG TTC CAG CCA ATG <3 

^-r ' M r %-^" "~' Tr ^ — — 5*7s7ir 

;{3A TCC GCC GCC ACC ATG TCA CTA GTA CCA CCA T <3' 



VC-Fi 




5'>GGT 


CTA 






VE3-F2 




5 ' >GGT 


CTA 


i/' - 


5 ' >CTC 


GGC 






VE3-R1 




5* >£TC 


GGC 







£3 ATC T AA Tjb G 
-I *5^F~T 



5720 4i>9$ 

T AA TGG CCC GGG CAG TGC GGG CG C AO" 



■ft 



DUAL X 

260-0 

0 « 0009 
0-5566 
0-8069 
0..3637 
0..2651 



02 



Ate 



r 280-0 XA/XB S?? 



Factor- 3 -000 
F<ead aver^ ^ 01 
260-0 280.6 XA/XB 

0.0007 1-20O 

0..3374 l„6t\9Ve%~&.) VjVJty'Z' 

0-5146 l-568Ve5-l?/ /, 

0..2S92 1-257 *' 

0 .1893 1-400^^3^ *> 



4f 



1 



x 

i!60-0 



SSOUFCCE 



16s 21 CELL 
06/08/92 1 




16 



- 394 Synthesis Setup Listing 



jColunn 1 
•Run ID : 

jCycle : Cyc02 user 
End Proc: End CESS 
Seouertce: VE2R1 



(Version 1 .015 
M :0B:40A , 8/ 4/92 



(DMT - On ) 



Sequen 



Total bases 38 

A- 8 , G- 10, C x II , T- 9,5= 0,6= 
(nixed bases^ 0) 



>, 7- 



8- 



12471 .6 



12/02/92 



S'> CTC 6SC TA6.ATC Tnn TGG CTG ATC CTC CCA GCA GGG AT <3 ' 



&owt.e 



6 4 £/ t kMottiel y g-'-ffl 



f5i" 



so 



^1: 



3v.i. till J 6 ' } .'-t 



B3,bz 



Vt3 



62 



MA- 



J/?? 



£2- 



E2- 



- ^ 2. 



•:> 

■ % 



MM 



23 r/ 



/ox 



I 



6 



I 



10*1- 



j,6T 



0.1} 



hi** 



ro4 



t.srr 



71,0 



0,? 



1.17 



0.3 



/a 3 



6 i 



6.5 



4 



/ / 



35« 





a. 3 



3 
* 

i 

a, 
h" 



SI 
s 




3. fail eJj/aJZ n (j60a^ 

7. WxJl juM^ 4xu)/ tcJz*^ .^x^ 



6% 



! I 



Pa) A -> 



PLK rumens 



<k^ €. everts e f^e. 



/ox d. 




7TT 



5" 



6T 




/(H 



7-9 



e 

1,4*5 



/6 



7,1 



/30 



-6 \ ^ 



70: 



6' 



$41.* 



/d 



5.ST 



>36 



Of 



^1 



$p H-lo 



544 
so 



IS 



\S 



13* 



V 




/O 



7<°l 



/30 



ft* 



4 



5" 



CT?\ 



I 



?i | 

55 §5 5s $5 55 v5 *f 




3 - 3, 9/4 




^ ■gCuMr *//- tf£*?> 3,of*Kl* 




DUAL x 02 Abs Factor= 1,000 

Head averaqe - 01 

SI 260,0 . 2-80,0 XA/XB SI 260.0 230,0 XA/AB 

3 (L0004 0.0003 1.494 

4 5 0,0184 0.0113 1,430 9tf.$*fA»' : 'Q*04%«fj* 

5 4 0.0193 0,0116 1,665 9~ / .... tf t 

6 r 0,0264 0.0128 2.06? / 3 ' ^ i 3 , ^ . - e . 



260,0 



ABS SGuHCt 12U4 CELL 
0,0005 iiV/fe 06/16/92 I 



VG-Ri 



5>CTC GGC t5g ATC TAA TCC ATT GCT CGC AOT TCT C£C| 




ss 
1 

2 



260.0 280.0 XA/ X8 St 

0.0006 0.0001 4.429 
0.4969 0.2970 1.672 



F"actor= 1.000 ~ 
Read average = 01 
260.0 2B0.0 



XA/ XB 



X 

260.0 



All SOURCE 10:26 CELL 
0.0005 UV 06/17/92 1 



J y.l 



pi 



7K 



A) 



- 394 Synthesis Setup Listing 



Colunn I 
Run ID : 

Cycle : Cyc02 user 
End Proc: End CESS 
Sequence: VCR I 



(Version T .01) 
1) :25: 12A , 6/>J/92 



(DMT - On ) 



Total bases * 36 

A~ E, G* - 7. O 12. T= 
(nixed bases= 0) 

MW: 11690-2 



II, B— 0, 6= 



f, 7~ 0, 8= 



5*> CTC GGC TAG ATC TAA TCC ATT GCT CGC AGT TCT CC6 <3' 



2] 



i t 1 



4 U 



6A)A 



7 



1™ 



/0 mAl W/^rrW^ 



(W^J 



5 



5 



/o-o 



7o. t 



tf.S 



/.»7 



0.7 V 



4b 



H2 ~7¥&m# - wr/s 



10 m 




. ■/ r 



, 3,0?t 




J ' 



38 



Pr iL 3 (sl^J-) 
££Vtr^-St: P&. 



&X/0 



^ 

_ 



JO M d AJTP^yyxZ.t 
_ J 




7 50 



AiAa^a twit ; /o. 



/ 



^3 



3/ 



A5o 



3" 



/ox 




rrvM 




rtr 



^0 




»/A-£l ' i/d. -fey 





DUAL X 


02 






260 . 0 


280 . 0 


XA/XB 


1 


1 . 1650 


0^5839 


1.978 


2 


1.2103 


0.6227 


1.943 


3 


1.0947 


0.5626 


1.945 


4 


0.9040 


0.4532 


1.994 


5 


0.0099 


0.0100 


.9857 



Abs Factor- 1 . 000 

Read average - 01 
Stt 260.0 280,0 XA/XB 

i 

7 / ■ 

. .., ■ • -**y,- 

(p 



X ABS SOURCE 14:03 CELL 

260.0 0.0104 UV 06/19/92 sgle 



ift 



^ » 
2! 5 



^5 



^ 



/ - -2, 90 V 




38 



DUAL 



0? 



Abs 



Factor^ 1.000 
Read average - 01 



St 

1 

2 



260.P 280. 0 



XA/ XB 



0 . 0170 1.053 



SI 260.0 280.0 ah/ ad 



0.2514 — frrm o tr s ts 



XA/XB 



/<rt> 



-ttm — 0.4541 1.5ft * 
0.0090 0.O0S7 1.032 B^nJ^LM^y 
0.2370 0.1 
0.7023 0.4459 



>0B7 1.032 Ato^kAM^ _ 

335 1.775 *.? ItS&MJ})^^ 6, OltrratfJ^f- c 0, ^ ^ ^ ^^yUx^ _| 

459 1.575 *5- 3^- * * 0 . °3* n rjj j ~ *• i 3a:> ^^ ^^f<J^ 



4U 



" V •: 



OBGO BRL 



5213SA 

LoC No- CCA101 

400 units; 10 U/j*l ,<j .. 

Store at -20°C (not frost-free) / 



3»-T CTACfA-5' 



Desf riptionr ' - - ^\ 

B2I II is isolated from Barillas globtgit One unit is the amount of 
enzyme required to cleave I pg of lambda ONA in one hour at 37°C in the 
appropriate buffer. 



5M7SA 

im 



2^00 units; 10 U/al 

Store a* -2*°C (m* frosMre*) 



y^lACCTT^ 



Components; 
52USA BglH 
Y90004 REact* 3 

Storage ^Buffen 
50 mM Tris-HCl 

(pH 7v4) 
150 mM KCI 
1 mM NajEDTA 
500/ig/mlBSA 
50% (v/v) glycerol 



Lbt NoXCAlOl 
Lot N0. GAVIO6 

Reaction Conditions: 

Use REact*3. REact* 3 is the 

10X concentrate assay buffer 

supplied for use with BgJ H- 

Oilute 1 part in 10 in final 

reaction mixture. 

Final concentration: 

50 mM Tris-HCl (pH 8.0) 

10 mM MgClj 

100 mM NaCI 
Assay at 3rC. 

Store buffer at +4°C or -20°C 



Quality Control Data; See Back Page 



Inscription: ^' : <" . . ' , 

ms4 HI * faoUted from Haetnobnima lafWrae One ami* is the 
utmmt of earyme wgri ^^ d etw 1 «g of tanMa DNA fa oa« ko«r at 

Uae REact* £ REact* 2 b the 
lflX ftmrralrato assay buffer 
supplied for use wits glad Hi 

Diiu^^#i(i^r' 



FOR RESEARCH USE ONLY. NOT FOR DIAGNOSTIC 
OR THERAPEUTIC USE IN HUMANS OR ANIMALS. 



smsK Htodin 

YW5W REact»2 

Storage B-offci. 
10 mM Trb-HCI (pH 74) 
200 mM NaCI 
O^mM Na^EDTA 
lmMWt 

0.1% (w/t) Tktton» X-100 
500a«/mJBSA 

f>A) g^yeerol 5© adV* Trfa-HCl (pH 

WaAfMfCI, 
• •- »«MNaCl 
Assay at *7*C 

Store buffer at +4°C or -20*C 
OuaHtY Control Data: See Back Page 

Trtton Is a registered trademark of Rohm & Haas, Philadelphia, PA. 



FOR RESEARCH USE ONLY, NOT FOR DIAGNOSTIC 
OR THERAPEUTIC USE IN HUMANS OR ANIMALS. 



mmm _— mmmm 

5201SA 
BamH I 

Asm Lot # BH2103 



5'hG1GATC C-3' 
3'-C CTAGtG-5' 



PH # LOT f . 
5201SA BF0113 
Y9000A BFR103 



2,000 units; 10 U/*il 
Store at -20*C (not frost-free) 

BamH I is l&SSa f rem Bacill^ anr yl ollqu^p . 
5^ unit is the amount of enzyme required to cleave 
! w of lambda DNA in one hour at Z7 C 
In the appropriate buffer. 



Storage Buffer : 
50 aM Tris-BCl 

(pH 7.5) 
1 mM DTT 
0.5 mM Na 2 EGTA 
300 mM KCI 
500 BSA 
50Z (v/v) glycerol 



Reaction Conditions : 
use R£act^ 3. REact^ 3 



is the 10X concentrate assay 
buffer supplied for use with 
BamH I. Dilute 1 part in 10 
in final reaction mixture . 
Final concentration: 

50 mM Tris-HCl (pH 8,0) 
10 mM MgCl 2 
100 mM NaCl 
Assay at 37 "C 
Store buffer at +A"C 
or -20*C. 

Quality Co ntrol Data: 

Fndnmiclease Assay: Cleavage only at recognition site 
at 10O- fold excess digest of X DNA. 

Emrmciease Assay : Psing 1 I»ol radiolabeled termini 
in a 50 7*1 reaction and up to 20 units of enzyme for 
one hour, the following results were observed: 
1 unit of enzyme removed <0 .32 label from 5'ends. 
1 unit of enzyme removed <0.3Z label from 3 'ends. 
t^Mon fRecut Assay : On A DNA: >95I ligation in 
one hour at 22'C. 100X recut. 

REFER TO THE BRL CATALOGUE AND REFERENCE GUIDE FOR 
NOTES ON CONDITIONS WHICH AFFECT ENZYME ACTIVITY, 
fc ■ . iici? ami v NftT FOR DIAGNOSTIC 
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X ABS SOURCE 14; 47 CELL 

260.0 1.1434 UV/Vis 09/14/92 sqle 





..J — 



[ I 1 ' T t " i 7 "t 





4, 




fft? vee vve- sj/O 




46 



SINGLE X 02 Ahs 

Read averaqe = 01 
SI 600.0 Sf 600. 0 St 600.0 

1 0.0000 

2 0.1387 <uM* //:3zfr 



X AB5 SOURCE 11:33 CELL 

600.0 0.0002 Visible 09/17/92 1 



> 



5224SC 

Lot No, ccktoi 

T4 DNA Lfease 

SOOoalts; 1 U/ul 
Store * -2*TC (*o< frost-foe) 

DesmpHoy 
T4 DNA Ugase out 




Components; 

5224SC T4 DNA LJgase Lot No, CCA 107 

Y9QW1 5* DNA Ugase BafTer LotNo.^gf 

Storage Buffer: SX DNA figase Reaction Boffct- 

10 «M Tris-HO (pli 7.S) 259 raMTris-HCl (pH7^) 

SOmMKCl 50mM MgCL 

t mM DTT 5 mM ATP 

50% (y/t) gfyterol 5 mM DTT 

W% (w/t) polyelhykne gtycohSOOO. 

Store boffer at Doe to the presence of 

dilute ATP, the shelf life of the buffer is t 

months. 

Note . : 

¥OR OPTIMAL TRANSFORMATION, DILUTE THE LIGATION 
REACTION 5-TOLD ntK>R TO ADDING TO COMPETENT CELLS*. 

Quality Control Data: See Back Page 

FOR RESEARCH USE ONLY. NOT FOR DIAGNOSTIC 
OR THERAPEUTIC USE IN HUMANS OR ANIMALS. 



stole x 

St 600.0 
3 0.0007 



01 



Ate 



m £00.0 

4 0.9647 T<$e'*£*M<? i:6?f 



Read average =| 
SI 600,/ 



X ABS SOURCE 13:08 CELL 

00.0 0.0008 Visible ©9/17/92 1 




a 



0* 



I 



/I 



/o 



-It', 




Read average? 01 
Sn 6O0 0 



M\^*+^^ /ink** - 



X 

'.A A 



-, nn-i 



SOURCE 



11 = 16 



CELL 



1. 1 v AO/-: 
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5213SB 

2^ vnits? 10 U/jtl 

Store at -2TC (not frosMree) { 

Description: . . 
M II Is isolated from Baefflos riobigL One unit is the amoont of 
enzyme reqoired to cleave I n« of lambda DNA in one Ikkmt at 3TC In tfee 

*nnmnri«i» haffrr. 








































• ■ 






























































l 
























































■/ ^ 


















































Conmonents: 




































5213SB Bs 
YW04 RI 

Storage Boffer 


i II Lot 
2acr*3 Lot 


NoJCCSlOJ 
NO.BH9107 






"> ' 
































Reaction Conditions: 


» is tie 
•offer 
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50mMTrts-H 
(pHlA) 


Use REacr»i. REact* 
10X concentrate assay 1 




y • 
































150mMKCI s^pliodfornsewltnBiill. 
ImMNajEOTA DiMe I part in 10 In final 
500 n«/nd BSA reaction mhrtor*. 
50% (y/y) glycerol Rnal concentration: 

W 50 «M Tris-HCl (pH *\0) 

10 nM MgClj 
lOOmMNaCI 
Assay at 3TC. 

Sfore bolter at +4°C or -20°C. 
















































































































































j 




































| 




i 




































FOR RESEARCH USE ONLY. NOT FOR DIAGNOSTIC 














































































































OR THERAPEUTIC USE IN HUMANS OR ANIMALS. 
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Bcdto&i R**r..,fi l.ilM>. GaiAcrJtwr*,, Ml* 2ft*77 USA 
JMfe Tcthi»ologirt, Inc. 

5213SA 

Lot # BCU40l^ 5*-AlGATC T-3' 

B gl II 3'-T CTAG1A-5V 

400 units; 10 D/ul 

Store at -20*C (not frost- free) 

B&l II la isolated from Bacillus ^ alobiR li - One 
unit is the amount of enzyme required to cleave 
1 (i& of lambda DMA in one hour at 37*C 
in the appropriate buffer. 

Storage Buffer : Reaction Conditions : 

50 nrl Trf s-BCl UseREact^S. REact® 3 

(pH 7.4) is the 10X concentrate assay 

150 ibM KC1 buffer supplied for use with 

1 mM Na 2 EDTA Bfll II. Dilute 1 part in 

500 jig/ml BSA 10 in final reaction mixture. 

50Z (v/v) glycerol Final concentration: 

50 nH Tris-ECl <pH 8.0) 
10 nrl MgCl 2 
100 bM NaCl 
Assay at 37 *C. 
Store buffer at +4*C 
or -20*C. 

Quality Control Data : 

Endonuc lease Assay : Cleavage only at recognition site 
at 100- fold excess digest of A ONA. 

Exonucleaso Assay : Using 1 pmol radiolabeled termini 
in a 50 /il reaction and up to 20 units of enzyme for 
one hour, the following results were observed: 
1 unit of enzyme removed <0.3Z label from 5* ends. 
1 unit of enzyme removed <0.3X label from 3' ends. 

Ligatlon/Recut Assay : On A DNA: >95Z ligation 
one hour at 22*C. 100Z recut. 

REFER TO THE BRL CATALOGUE AMD REFERENCE GUIDE FOR 
NOTES ON CONDITIONS WHICH AFFECT ENZYME ACTIVITY. 

FOR RESEARCH USE ONIX NOT FOR DIAGNOSTIC 
OR THERAPEUTIC USE IN HUMANS OR ANIMALS, 



GffiCOBRL 



5201SA 

LotNo.CCTl<ff 

-»/vui 3*C CTAGfG-5' 

2,000 units; 10 U//4 1 

Store at .»TC (oot frost-free) 



Components: 

528ISA BanjH I LotNow CCUMS 
Y9O0O4 RE*c* J I^N^CAVfifT" 

R^ioa Conditio 

1 c Jl i,^ Itttw^ ft*** Mfer 

300mMKCI Dte l ^rfh « " 



(;A) g»y«<rol FUal oo»ce*<r»tioa: 

M% (w/t) Trtto. X-1W 5tMT^Ha<pR U) 

It atM MfCL 

Store buffer mt +4?C or -2TC. 
Quality Control!)^ See Bark Page 

Triton* ft a registered trademark of Rohm & Haas, PkiladetplOa, PA. 
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SINGLE X 



St 600.0 

1 0.0001 

2 0.1454 3 

3 0.H&0 37 

4 0.7534 57 



02 flfcs 
Si 600.0 



Read a*Brage = 91 
SI 400.0 



ABS SOURCE 14:38 CELL 
-0.0602 Vis/UV 10/06/92 1 




02 



Aba 
600.0 



Read average =01 
S# 600.0 



5 0.0020 

6 0.2063 3& 

7 0.1986 -3^ 

8 -0.0591 




ASg SOURCE 15:38 
0.0020 Vis/UV 10/06/92 
SIH« \ -'■ 02' 

600.0 



CBLL 
1 



600.0 



average =01 
m 600.0 



9 
10 
11 
12 



0.0044 
0.3201 3</ 
0.2880 3? 
-0.0579 



ABS 



SOURCE 



16: 17 



CELL 








7j& 



DUAL x 



01 



7 

S/a) 8 



260.0 280.0 XA/XB , 
/0 m * ^SO*^ : J:*7 till 
0.0000 -0.0001 -0.000 
2.2052 1.2190 1.809 
1.3320 0.7330 1.817 



Abs Factor- 1.000 

Read average = 01 
260.0 280.0 XA/XB 



X ABS SOURCE 14:23 CELL 

260.0 -0.0444 UV/Vis 10/08/92 1 
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GIBOO BRL UffcTtCMNOUKiits, Inc. 




































5215SB 

Lot No. CK5168 

p^] S^CTGCAtG-T 
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" y-ctACCTc-y 

1,000 units; 10 U/«l f M - 
Store at -26*C (not frost-free) j. v 
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Description: 

Pst I is isolated from Procidentia stuartii- One unit is the amount of 


i the 






































enzyme required to cleave 1 fig of lambda DNA in one hour at 37'C if 
appropriate buffer. 

Components: 










































































oi^n P«*I LotNo.CE5108 
Y92500 REacr»2 Lot NeXAVlOS 

Storage Buffer? Reaction Conditions: 
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10 mM Tris-HCI Use RJEact* 2. REact* 2 is the 
( p H 74) 10X concentrate assay buffer 






































50 mM NaCI supplied tor use wun rsi i. 
0.1 mM Na^EDTA Dilute 1 part in 10 in final 
1 mM DTT reaction mixture. 
0.15% (w/v) Triton X-100 Final concentration: 
50% (vA) glycerol 50 mM Tris-HCI (pll 8.0) 

lOmMMgCl, 
50 mM NaCI 
Assay at 37°C 

Store buffer at +4°C or -20°C. 
Triton* is a registered trademark of Rohm & Haasy Phtladephia, PA. 
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FOR RESEARCH USE ONLY. NOT FOR DIAGNOSTIC / 
OR THERAPEUTIC USE IN HUMANS OR ANIMALS. / 
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gH»f Bdfawd* K^nrh Laborttor*** Cm Acrtburg, MD 20877 USA 
WmMd LifcTtchotfogic,, I«. 

5421SC 

Lot # BD4406 5'-cicai» a-<» 

HCO I 3»-G GTACtC-5' 
200 units; 10 U//il 
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i Hco I is Isolated Hhodbcoocu3 sd ATGC 16070 
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One unit is the amount of enzyme required to cleave 
1 /*g of lambda DNA in one hour at 37*C in the 
appropriate buffer. 

Storage Buffer: Reaction Conditions: 
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10 dM Tris-HCI Use REact* 3. REact® 3 
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' *"* ™* AUA concentrate, assay 
50 mM KC1 buffer supplied for use with 
0.1 mM Na 2 EDTA Nco I . Dilute 1 part in 10 
1 mM DTT ip final reaction mixture. 
0.12 (w/v) Trlton-X-100 Final; concentration: 
100 /ig/ml BSA 50 mM Tris-HCI (pH 8.0) 
50X(v/v) glycerol 10 mM MgCl 2 
100 mM NaCI 

Assay at 37*C. 

Store buffer at +4*C 
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Quality Control Data; 

End onuc lease Assay: Cleavwa onlv »+. r 0 ^ r ifi«n riu 




































at 100- fold excess digest of A DNA. 




































Xvxonuclease Assay: Daina 1 pm^l r«Hi n | a K fl l^ *-mtn1 
in a 50 fil reaction and up to 20 units of enzyme for 
one hour, the following results were observed: 
1 unit of enzyme removed <0. 3 1 label from 5' ends. 
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x unit ox enzyme removed: <0.3Z label from 3 'ends. 
H K ation/Recut Assay.- On X DNA * >as* Hp.H™ ^ 




































one hour at 22*C. 100X recut. 

REFER TO THE BRL CATALOGUE AND REFERENCE GUIDE FOR 




































NOTES ON CONDITIONS WHICH AFFECT ENZYME ACTIVITY. 
FOR RESEARCH USE ONLY. NOT FOR DIAGNOSTIC 
OR THERAPEUTIC USE IN HUMANS OR ANIMALS. 
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Jy^ I H-Q J^ jOsn*^. 





At>B 



R e a d a v e r a q e? = 0 1 



SH 600-0 ^M tTr^ OO " 0 yr" ^-y J*L 600 "° 

£!>->x> i t^i>^^ fft&tZZZ ^ J-C&OZJ «^-7}soA 

1 o - oooo J-^^ 



0- O305 
J. „ 6BB2 
1.3458 

1- 5551 
0-0428 



^5- 

9f 



X 

600-0 



B*3 



8 

9 

10 

11 

12 



0-G488 



SOURCE" li? 52 CELL 
Visible 10/15/92 1 



Read average % 01 
60O-0 a Si* 600-0 Sit 600-0 

0- 0000 L&jyu^ 

1- 6997 *ts^r 
1- 7633 ^ 
0-2446 
0-2101 
0-2104 



QIBflQBRL 



Ufc Technologies, rue. 



5219SA 

Lot # BHX104 



Bfil I 



5*H30CH NNNIHGGC-3' 
3'-CGGNtNfW NCCG-5' 



1,000 vmits; 10 V/fil 
Store at +4*C 

|&1 I is Isolated from Bacillus gltibig it . One 
unit is the amount of enzyme required to cleave 
1 of lambda DKA in one hour at 37*C 
in the appropriate buffer. : 



Storage Buffer : 
50 mM Tris-HCl 

(ph a.o) 

200 mM NaCl 
lmMN^EDTA 
7 mM 2-roercap- 

toethanol 
1 i«M NaN 3 
500 m« /ml BSA 
SOT <V/v) glycerol 



Re ac t ion Cond 1 tl ons ;' 



Ude REact w 2. 



REact® 2 



isj the 10X concentrate assay 
btjffer supplied for use with 
Bjjl I. Dilute 1 part in 10 
In final reaction mixture. 
Final concentration: 

50 mM Tris-HCl (pfl 8.0) 
10,mM MgCl 2 
50 mM NaCl 
Assay at 37*C. 
Store buffer at +4*C 
or -20 *C. 

Quality Control Data ; 

Endonuclease Assavi Cleavage only «t recognition site 
at 100-fold excess digest of X DHA. 

Exonuclease Assay;: Using 1 pmol radiolabeled termini 
in a 50 fil reaction and up to 20 units of enzyme 
for one hour, the following results were observed: 
1 unit of enzyme removed <0.3Z label from 5' ends. 
1 unit of enzyme removed <0.3Z label from 3' ends. 

Ligation /Recut Ass av : On SV40 DMA: *95X ligation 
in 1 hr. at 22 *C. 100X recut. 

REFER TO THE BRJL CATALOGUE AND REFERENCE GUIDE FOR 
NOTES ON CONDITIONS WaiCH AFFECT ENZYME ACTIVITY 



%K_^yjtL? £**iJt a££t -b^xryxxxzr- .J^tc*^-- a^Aww^ jit c^as*-^ 

--^LisTwynu* ■ : ^$<^m Wt. ( 3 ) 

( ^c ^<J-3) 

) AAA Jt^tyyrnjLS 





c^6 73= V * ) 
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X 01 


su 
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0 , OO09 


cooov i ,000 
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f"5 ACQ"; i r'A'-i 
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0 ..4723 


0,0370 1 ,.781 
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On .1313 


0,0667 1.947 



00 "260.0 200 .,0 XA/XB 



X ABB SOURCE: 10s03 COLL 

260,0 0.0012 W/Vis 10/ 19/92 1 
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fan: 
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Primers for the cloning of the VEE virus structural genes into the 
Bamlil and Hindi 1 1 restriction encjonuclease recognition sites of the 
baculovirus pBluebac III transfer vector. 



VC-Fl n &^HX r~ t^r» -»'*"- , 

5'>GGT CTA G EA TC C GCC GCC ACC_ATG TTC CCG TTC CAG CCA ATG<3' 



VE3^F2 : (NO A) ^ —4^ 

.5' >GGT CTA GGA* TCC GCC GCC ACC ATG TCA CTA GTk CCk CCft T<3' 

3-F1 (A) : ^6_»r ' ,ht^ V*— & - 



5'>GGT CTA G PA T CC GCC GCC ACC ATG (GCT)tCA CTA GTG ACC ACC 

AT<3' oH 1 ~ ' ##i^t^vc_*_, 

V6K-F1: _&^wwx y*-- . 

a**» .5' >GGT CTA GPA TCC GCC GCC ACC ATG GA G ACC ACC TGG GAG TCC 



T<3' 

y 

VC-Rl 



VNOA -Rl 



5' >CTC GGC A ATC T AA T CC ATT GCT CGC AGT TCT CCd<3' 



r 5'>CTC GGC TT fi 1 CGA A TC A CT ATfr TTG ACA CCG CGG CTG<^^ ' 



V 



VA-R2 : 

• 5'>CTC GG L'T/i * : • * — TT y v \ FCC G 3 r 

VE3-R2: _M^J£ 



flVC- *\ 



5' >G1£L GGC WtC&A ATC A gd CCC G<30 CAG T0C 000 G<3C<3' 

y$m*f_ :feY-^..:--.;Y ! ^^ ; ^^i , : , ., . . -.. y ,^.y>^ 
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- 394 Synthesis Setup Listing 



Column I 
Run ID : 

Cycle : Cyc02 user 
End Proc: End CESS 
Sequence: W0AR1 



(Version 1 .01 > 
11:53:11 A 10/fff/92 



)ate: 12/02/92 



(DMT = On ) 



Total bases x 3S 

A- B , G« 8 , C- 11 
(nixed bases= 0) 



1 1 



0,6- 0,7= 0, 8= 



MW: 1 1729.2 

5'> CTC GGC TTT CGA ATC ACT ATT TT6 ACA CCG..C6B CTS <3' 

Z (0 1)1*006)+ lUYooo) + XiJ-LOOO*) + ti(9t,o 0 ) 
^ 9£>poo + y/^od -+ /OS^Coo 



10 kcal) 



jbas< 



ases) 



r 



3?r 



0,0000 -6.- 0000 -cooo 

O 2436 O - 1 584 1 .. 537 £ ^ <2^ocrf-z 

0-2803 0-2061 1-359 VVort '< 

0..3653 0.1946 1 .. 876 2. f-z. 



X 

60-0 
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O - 0007 



SOURCE 
UV/Vis 



10s52 
10/23/95 



CELL 
1 



EE 



5' 9< 



V 



3<m.4 



Ilk 
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3t>i 



5- 



EES 



5^ 



30 



4*5 



j t 3 



j_3 



11 
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PERKIN ELMER CETUS 

761 Main Ave., Norwalk, GT 06859 

GeneAmp® PCR Reagent Kit with 

AmptiTaq® DNA Polymerase (250 Units) 

(Deoxynucieoside triphosphate; DNA Deoxynucleotidyljfensferase; EC2.7.7.7) 



Part No. N801-0055 



NOT FOR DIAGNOSTIC OR MEDICAL USE 
■ " RESEARCH USE ONLY 

' ' " - ■, V • See notice to purchaser 



LIST OF KIT COMPONENTS 



Reagent 

AmptiTaq DNA Polymerase 

dATP 

dCTP 

dGTP 

dTTP 

[10X] Reaction Buffer r-.^^ 
Control Template 
Control Primer #1 
Control Primer #2 



Volume Concentration Comments 



50 M L 
320 ,iL 
320 fiL 
320 
320 M L 

1.4 mL 
100 

50 

SO pi 



10mM\ 
iOmM 
10mM 
10 mMJ 

1 yg/mL 
20 pM) 
20 pM) 



NOTE: JIOxJ Reaction Buffer composition, 
(solution has been autoclaved) 



. Extends primer during PCR amplification • 

Deoxynucleosidetripnosphates dissolved in water 
pH7.0. 

Provides preferred pH and ionic strength for ampiiftcation 
Whole bacteriophage lambda DNA as a template for PGR 
Primer pair defines a500 base segment on the lambda 
target DNA: nucleotides 7131 through 7630 (see on page 4) 



100 mM Tris-HCI, pH a3 (at 25°C) 

500 mM KCI 

15mMMgCI 2 

0.01% (w/v) gelatin (Sigma, Cat. No. (32500, St. Louis, MO) 



AmptiTaq DNA Polymerase 



NOTICE TO PURCHASER ABOUT LIMITED LICENSE 
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•Pi 



^ 4d MM: 4 I'** 2 



.- ef&rTP- 
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^^^^z^^^^S^^ ^^^^^ 
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4. 000 

Display Mode 
[Single! 

Function 
[fibs] 



0. B08_ 
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2400 nm/min 




240.0 260.0 
Smoothing [no] pts. 



x 



SOURCE 10:02 CELL 
300.0 -0.3124 UU/Uis 10/23/92. J 



x RBS 
250,00 2.1274 




1%^ 





&7 * \/£E^L>s^3 ) c ?J-/b f 




DUAL ~>T 01 Abs Fac tor- 1 « 000 

Read average :: " 01 
Stt 260.0 280-0 .w' XB SU 260 ..0 280.0 XA/ XB 

1 1. 1 1 80 0 „ 8487 1 3 i 7 M 

2 1 u 0286 0 a 7933 1 „ 313 it 7 
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yd* 



0. 



4. /^f- 
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\SrM AS. 
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3 ; fJ^ Ap 



s7to^- (MM ^ 




*J$-yU 4* ^ >tf^ 
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DUAL X 


01 


Sfi 


260.. 0 


280-0 
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0„Q016 


0*00 11 




0.0516 


0.0396 
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Lot No- CDP109 

Bacterial Alkaline Phosphatase 

lySm units; 150 U/fd 
Store a* -20°C (no* frost-free) 

Description^ ^. i ' • -•- •. 

Bacterial Alkaline Phosphatase (B^\P) is a phosphomono-esterase which 
hydrolyzes V and 5> phosphates from ONA and RNA. It is suitable for 
removing S> phosphates prior to end-labeling and for dephosphorylating 
vectors prior to insert ligation. BAR is active at ©5*C for at least Ih and 
can be inactivated by phenol extraction. It is sensitive to inhibition by 
micromolar amounts of inorganic phosphate. The enzyme is purified 
from E. coli C96. 

Unit Definition: 

One unit hydrolyzes 1 nmol of ATP ih 30 min at 37° C. 

Storage Buffer: 

lOmM Tris-HCI (pH 8.0) 

UOmMNaCl 

50% (v/v) glycerol 

Quality Control Assays : 

This product has passed the following quality control assays: absence of 
detectable endodeoxyribonuclease, exodeoxyribonuclease and ribonucleic 
activities; performance in dephosphorvlating blunt-ended DNA. For 
further details on lot-specific data, please call BRL Technical Services. 

cir«iKc. 02/oam 
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OR THERAPEUTIC USE IN HUMANS OR ANIMALS. 



i ! 



I ! i 



Mil! 



z 0 . 6 



3 3-7 2- 



\ I 



! I I 



^1 



39^^A Xtjft ^ **** u^ch^^^^^ 





f 



MJIJ . DUAL X Oi . Abs Factor- 1.000 

»f^%V^ |2 , ; §«^, Read average - 01 V 

Stl 260 ., 0 2SO-0 XA/XB Stt 260.0 280-0 XA/XB 

1- 0,0011 0-0004 2.572: 

2 .0-2151 0.1413 l„52^V/*'^p//l^<z^ 

3 1.3874 0-8585 1 „ 61& VB 3 / VE3 



X ABS SOURCE 08s 11 CELL 

2 » 3245 UV/Vis 12/08/92 sgle 




Scan ♦ 01.01 
0, 3^ r-n 



Display Mode 
[Single] 

Function 
[fibs] 



0.000 
2400 nm/min 




■ ; 0. I f 



ft 



23S.I 252.0 268. 0 
smoothing;; Enol pts. 



bii 



x ftBS 

aran n n nrnn i n r w» 



03:H CELL 

i /nn /no t 



x 



! 



Tacter-"' I „do<r 
Read average : -- 01 
260-0 280-0 XA/ X8 



! 13{5 



! I 



1 



60 ,. 0 



XA/ XI: 



0..0003 0..0000 6.243 &<^J^ 

2.1628 1.2139 1.781 /> ^^3ZT / 6~**dT JtH/Uttn/ 




r 




Scant 01.01 . f &&3ir # V ^W3dt/^h° 






- 


lz-,X/U 




n 


— 36<Ty 










w 


— n n 




• *«# 


— //Oil 








■ 







f 



^0 



/ 



5- < 



}> J 





i ! 



q 



J 



7F 








— I — 1 >— j ■ — «=) — rjr 


















1 i 

1 i 

! r 


















m 


A 


D 
















i ! ' 

I i ! 






















S3 



Report 

Oligo Primer Design Report 
- — SIMPLE PRIMER ANALYSIS — - —-—3. 

Sequence : 5' -CATTTTGCTGCCGGTC AGTTC T ATGT AAGCAGCT TGC - 3 7 




Length : 
Composition: 
%GC: 
Tm C: 

Secondary Structure: 
Runs: 
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A:6 C:9 G:9 T:13 
48 % 
93 C 

YES (Energy cutoff: 0.0 kcal) 
YES (Reject runs >= 3 bases) 
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Ligation - joining of DNA fragments with compatible termini by DNA ligase 

■1. T4 DNA ligase - generates phosphodiester linkage between 5* phosphate 
and 3* hydroxyl; joins cohesive termini or blunt termini 

2. Important parameters (King and Blakesley, 1986) 

a. effective concentration of DNA ends 

1) proximity of ends affects the physical form of the ligation 
products 

2) typically use 1-10 ng vector/ml reaction 
(5-20 Ml volume) 

b. ratio of vector to insert should be 1:3 

1) higher ratios form concatemers rather than circles 

c. amount of ligase used per reaction (10-100 ng DNA) 

1) sticky end - 0.1 unit 

2) blunt end - 1.0 unit (note: typically use twice the amount of 
DNA) 

d. reaction temperature 

1) ligation 90% complete at 26 C for 4 h 

2) ligation -10% complete at 4*C for 4 h, 80% complete at 
4 C after 15 h 

Cloning strategies to reduce background caused by self-ligation of vector 

1. Digestion of vector at a single site followed by dephosphorylation using 
alkaline phosphatases 

a. DNA ligase requires a 5* phosphate to form a covalent bond 

b. linear DNA molecules transform cells inefficiently 

c insert DNA will be ligated to vector DNA due to the presence of 5' 
phosphates on the insert DNA; circular molecules with nicks will be 
generated 

Z Dephosphorylation of DNA (options) 

a. Calf Intestinal Alkaline Phosphatase (CAIP) j^-^ 7 ? & 



b. Bacterial Alkaline Phosphatase (BAP) QS^C^ 

c Arctic Shrimp Alkaline Phosphatase (ASAP) ^ (Ls 

3. Double digestion of vector DNA with two restriction endonudeases that 
generate noncompatible termini 

a. ligation of insert DNA generated by the same two enzymes results 
in forced orientation of insert 

b. double digestion within the pUC 19 multiple cloning site (Table 4) 

c second digestion efficiency can be monitored by kinasing with [y- 
^JATP after the first digestion and analyzing second digestion by 
fractionating on an agarose gel (see M13 Cloning/Dideoxy 
Sequencing Manual) 

d. can be monitored by self-Iigation efficiency 

D. Strategies for joining DNA fragments with noncompatible termini 
I. Production of blunt ends for blunt end ligation 

a. 3' recessed end - use large fragment of IL £Q]i DNA polymerase I 
(Klenow fragment) to "filMn" recessed end 

Klenow fragment 
5'- 3' l 5* y 

y- -5* dNTPs y _5» 
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55°C. No ethidium bromide has been added to this solution. 

2. Prepare the apparatus as demonstrated by the instructor. 

3. Cast the gel on a level surface. 

4. Pipette agarose onto the gel tray (-20-25 ml). 

5. Insert the 8 well 0.8 mm comb. Each well can hold 12-15 nh 

6. Allow the gel to solidify ( > 15 min). 

7. Remove gel casting dams and add enough buffer (100 to 150 ml of IX 
TBE) to fill both chambers and flood the surface of the gel (-3 mm depth 
over gel). 

8. Leave the combs in the gel until samples are ready for loading. 

9. Carefully remove the comb with a gentle rocking motion. 

Solutions : IX TBE (Tris-borate/EDTA): 100 mM Tris-HCL 90 mM Boric acid, 

2 mM Na 2 EDTA (pH 8.3) 

C. VECTOR DEPHOSPHORYLATION (Monday AM) 

1. Heat S2 at 65°C for 10 min to inactivate the restriction enzyme. 

2. Add^O-Ml dH 2 G to S2, vortex. 

3. Label 2 microfuge tubes S3 and S4. 

• Transfer a 5 \i\ aliquot from S2 to S3. 

• Transfer a 5 jd aliquot from S2 to S4. 

• Save S3 and 54 at -20°C overnight (a rack will be provided). These 
plasmid controls will be used later. DO NOT LOSE THESE 
SAMPLES. 

4. ToS2 

• Add 2 m1 of BAP (Bacterial Alkaline Phosphatase) (-280 units). 

• Incubate 65°C for 60 min (return to lecture). 
TIME IN: I i TIME OUT: 



5. After lecture: Remove tubes SI and S2 from water baths and place on ice. 

PURIFICATION OF DNA WITH GLASSMAX DNA ISOLATION SPIN 
CARTRIDGE SYSTEM (Monday PM) This procedure will be demonstrated by 
your instructor, 

1. Preheat 200 /d of TE buffer to 65°C in a water bath (to be used later). 

2. Add binding solution (4.5 volumes) to SI and S2 

51 - 135 Ml 

52 - 450 Ml 

3. Assemble and label the microfuge tubes and cartridges appropriately. 

4. Transfer SI and S2 samples to the spin cartridge unit 

• Centrifuge 13,000 x g for 20 seconds. 

5. With gloved fingers, remove the spin cartridge and set on a fresh Kimwipe. 

• Discard the flow through. Replace the cartridge into the 
same tube. 

6. Add 400 fi\ cold wash buffer to the spin cartridge. 

• Centrifuge 13,000 x g for 20 s. 

7. Remove the cartridge, discard the wash solution and replace the cartridge. 

• Repeat this wash step two more times. 

8. After removing the final wash buffer, centrifuge the cartridge for 1 min. to 
remove all traces of buffer. 

9. Label a new recovery tube. (An ordinary microfuge tube is not compatible 
with the column - the cover won't fit.) 

10. Transfer the spin cartridge insert into the new tube. 

11. Add preheated TE buffer to the spin cartridge. 

51 - 40 Ml TE 

52 - 100 nl TE 



12. Centrifuge 13,000 x g for 20 s to elute DNA 

13. Discard cartridge. Store DNA on ice. 

Solutions 

Binding solution - 6M Nal 

TE - 10 mM Tris-a (pH 8), 1 mM EDTA 

QUANTITATION OF DNA BY AGAROSE GEL ELECTROPHORESIS (Monday 



L Label two new microcentrifuge tubes SI* and S2 T and add the following: 



2. Add 2 m! of the digested DNA from step 1 to the matching tube. 



3. The instructor will provide a tube of Hind III digested X DNA for use as a 
size and concentration standard. 

• Incubate X DNA at 65°C for 5 min, then immediately cool on ice. 



FM) 



20 /il sterile dH 2 0 
2 m! Endo R Stop buffer 



S2 



SI 




(see the product information sheet at the end of this section) 



4. 



You will also be provided with tubes of uncut pSGlobin and pUC19. 



5. 



Load the 0.8% agarose gel with samples and volumes indicated below. 



Lane 



Volume 



Sample 



1 

2 
3 
4 
5 
6 
7 
8 



12 Ml 
12 Ml 
12 Ml 
12 Ml 
12 Ml 
12 Ml 
12 Ml 
12m1 



X Hind III DNA 

Pst l/Ava I pSGlobin (from SI*) 
Pstl/Ava I pSGlobin (from SI*) 
Pst I pUC19 (from S2*) 
Pst I pUC19 (from S2*) 
X Hind III DNA 



pSGlobin uncut (50 ng) 
pUC19 uncut (50 ng) 



This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



